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Research interests and Expertise

Dr R Delourme (RD) has strong expertise in the field of molecular mapping and application of
genomics in genetic analyses and quantitative genetics. RD has specific experience in genetic
mapping in Brassica with the development of dense genetic maps of oilseed rape including various
types of molecular markers (SSR, SNP) and using Arabidopsis genomic data. RD has long experience
of genetic and genomic analyses of various agronomic traits with a special emphasize on disease
resistance (resistance to Leptosphaeria maculans, Pyronopeziza brassicae & Plasmodiophora
brassicae). These include positional gene cloning, quantitative genetics studies (QTL analyses,
Association mapping), comparative genomics and underlying mechanisms investigation.

RD had the coordination of several research projects (public/private funding: Génoplante,
PROMOSOL, PRIR Région Bretagne) and have developed international collaborations in the field of

genetic mapping, genetic analyses and disease resistance.
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