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Clubroot, caused by Plasmodiophora brassicae (Wor.), has been spreading on winter oilseed rape (Brassica 

napus L.) in the Czech Republic over the past six years. Clubroot infestation and spread were monitored over 
five years and maps of infestation were created. Experiments with clubroot resistant cultivars of winter oilseed 
rape were carried out in the field and greenhouse. In the greenhouse, six resistant cultivars were grown in 
infested soil collected from various fields in the Czech Republic, and assessed for disease severity. The soil 
samples were also tested for the presence and amount of P. brassicae inoculum by conventional and quantitative 
PCR analysis. In the field experiment, seven resistant cultivars were grown and disease development was 
monitored monthly. Yields were measured at the end of the cropping season. Finally, a set of 17 P. brassicae 

field isolates from across the Czech Republic was assessed for pathotype designation on the differential hosts of 
Williams, Somé et al., and the European Clubroot Differential set. The information obtained on the effectiveness 
of host resistance and pathogenic diversity of P. brassicae populations from the Czech Republic may help to 
more effectively manage clubroot in this country.  

In autumn 2016 the unusually high abundance of green peach aphid (Myzus persicae) occurred on oilseed rape 
fields across the Czech Republic. This species is a vector of Turnip yellows virus (TuYV) and Turnip mosaic 

virus (TuMV), which are commonly found on oilseed rape. The nationwide monitoring of these two viruses was 
made using Triple Antibody Sandwich Enzyme-Linked ImmunoSorbent Assay (TAS-ELISA) and Double 
Antibody Sandwich ELISA (DAS-ELISA). The test revealed high occurrence of TuYV with 93.7 % of tested 
samples being positive. On the other hand, the occurrence of TuMV was very low with just 0,2 % of samples 
positive. The spring monitoring of virus occurrence is planed as well as testing of oilseed rape cultivars, which 
are considered as resistant. 
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http://levitycropscience.com/author/pranav92/



Diederichsen (2010)



Rok N 
Lokalit

2011 23
2012 55
2013 15
2014 12
2015 25

Celkem 130



Počet 
lokalit

0

1 – 5

6 – 10
11 – 15

16 – 25





Patotypy P. brassicae určené v ČR
Isolate

No. Locality Williams Somé ECD

1 Modlibohov 7 P3 16/14/31
2 Holany 7 P3 16/14/15
3 Bily Kostel 2 P3 16/14/13

4 Horka u 
Bakova 7 P3 16/14/15

5 Trebnouseves 7 P3 16/14/31

6 Miletin 2 P3 16/14/15
7 Kbelnice 6 P3 16/2/14
8 Zirovnice 3 P3 16/2/14
9 Horusice 5 P4 16/18/15

10 Hrdejovice
Ves 6 P3 16/14/12

12 Pohledy 9 P1 16/31/8
13 Kozmice 7 P3 16/14/15
14 Klokocov 7 P3 16/2/15
15 Hrádek 6 P4 16/10/4
16 Terezin 7 P3 16/14/13
17 Redice 2 P3 16/14/13



Diederichsen (2014)
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Rod 1986-87, Řičařová et al. 2016



• Two infested fields (1,5 a 2,5 ha)

• Sawn: 26. 8. 2013, 17. 8. 2014

• Check of roots (30 plants) – 3x 
autumn, 1x spring

• ID – index of disease

2013/14

2014/15

10 2 3
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Pods ripening



Average ID %  - Index of disease
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