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» ldentifying key oil related genes = 48 genes in Arabidopsis
» ldentification of homologs of these genes in Brassica species

» Determine the number of copies of these genes
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> Determine the number of copies of these genes | ¥ (1-13)

» Location of copies on the reference genome

B.napus reference genome (Darmor-bzh v8.1)
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Conclusions and future work

» No significant differences in fatty acid profiles were observed based
on segregation of GPAT7 copy numbers

»However, some individuals within the allelically homozygous progeny
sets demonstrated radical changes in fatty acid profiles, putatively due
to non-homologous chromosome rearrangements

» Further validation will be carried out using a combination of
sequencing, gene expression analysis and molecular cytogenetics as
appropriate

» Our results so far suggest that copy number variation can potentially
majorly contribute to fatty acid profiles in rapeseed

Conclusion
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