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Yield components ol
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* BhNAM

* 36 families

* 164 genotypes

e 323 Test hybrids with two

elite hybrid mothers
* Phenotyping in two
environments
* Low N input
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Architectural traits
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... and the relationship to seed yield
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Architectural traits
... and the relationship to seed yield
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Architectural traits
... and the relationship to seed yield
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Architectural traits
... and the relationship to seed yield
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Digital assessment of plant architecture | pamd R

PHENOSPeX .

Smart Plant Analysis



Microsoft Game DVR

Open3D
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From point cloud to phenotype

P5

P3

P4

P2

23

12

4

66

P1 10 5 6

17 8
22 9
1 3
55 18

10



JUSTUS-LIEBIG-

UNIVERSITAT
ﬁ GIESSEN

Point cloud properties
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plant architecture
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