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Turnip yellows virus, its spread and the symptoms
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The question: How does TuYV diversity interacts with R54 based TuYV resistance?

The task: Virus isolates and aphid biotypes of 20 origins were transferred into rearing
facilities.
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TuYV diversity
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TuYV diversity
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The genetic background of R54 resistant OSR genotypes affects symptom expression

Different oilseed rape genotypes with R54 resistance were challenged by infection with the
TuYV isolate 4R and were cultivated under semi-field conditions.
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Abweichung [d]

Anomalie der Anzahl der HeiBBen Tage
Deutschland Jahr

1951 - 2022
Referenzzeitraum 1961 - 1990

1960 1980 2000 2020

o Iy positive

—— vieljahriger Mittelwert (1961 - 1990): 4,2 Tage
negative

---- linearer Trend (1951 - 2022): +8,6 Tage

Anomalie

Mean temperature in fall: 10-14°C depending upon the region in Germany.
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The question: How does temperature affect R54 based TuYV resistance and infection?

Versuch Temperaturverlauf | Temperature profiles were chosen that include mean
: > 12°C>10°C | temperature in fall as well as temperature anomalies.
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The question:

How does temperature affect R54 based TuYV resistance and infection?

Temperature profiles were chosen that include mean
temperature in fall as well as temperature anomalies.
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Conclusion

TuYV isolates are genetically diverse and small changes of the nucleotide sequence may affect
relative virus titer and symptom expression

The genetic backgroung of plant genotypes affects the expression of the R54 resistance.

Increased temperature increases the relativevirus titer and reduces symptom expression.
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