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Biotic stresses in Brassica
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¢ Globally, a total of 16 diseases, 37 insect pests, several species of nematodes,
and slugs cu | s '
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% 65 S. sclerotiorum isolates from 10 different states of India were analysed for their diversity
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¢ 57 (27 annotated and 30 novel) effectors of S. sclerotiorum ‘ESR-01" an Indian isolate,
were 1dentified and their expressions were analysed

- - L ]
a_ b scientific re ports
Predicted proteome
No PFAM identifier With PFAM identifier |
SigP2.1 J SigP4.1 W) Gheck for updates
Signal peptide QRN l“‘“""""”‘"’ OPEN Draft genome sequencing
—— .
p— ~ i and secretome profiling
g . .
(TMHMM) 277 213 A Sequence/motif/predicted . s .
function conserved In of Sclerotinia sclerotiorum revealed
< BlastP fungal effectors . N -
GPlanchor | e effector repertoire diversity
(GPIsom) .
8 - and allied broad-host range
0 annotation [T Y4 Annotated
ESTs & microarrays ‘,/‘ 30 ECs SFEG nec rotrophy
Novel to Indian isolate Analogous to Navin C. Gupta>==, Sunita Yadav®*, Shaweta Arora®*, Dwijesh C. Mishra?,

e Fnate of unknown protein known protein Meeraj Budhlakoti?, Kishore Gailwad?, Mahesh Rao*, Lakshman Prasad®, Pramed K. Rai* &
Sclerotinia SPEPs sequence sequence PankajSharma® ' ) ‘
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B o i o Recovered S. Sclerotiorum transcript
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" v oo Metabolome profiling of Ss under axenic condition

Additional putative SM Secondary metabolites Known SM in S. Sclerotiorum
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v' The non-uniformity in SM release under axenic conditions showed it solely depends
on the developmental behaviour, nutritive condition, and another environmental factor

v’ The pattern and extent of the SM released may change while interacting with the host
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